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A dilution series from 0.2 ng/g to 2000 ng/g of GC Multi-residue Pesticide Mix 2 (Restek) in a bulk
QUEChERS extract of spinach was prepared for GC-MS analysis, as well as a raw extract unfortified, to

o e 1 1 T s T e o By combining target screening and traditional peak deconvolution in a single method analysts can quickly filter, find,

and report the targeted compounds. With the full mass range data and ChromaTOF’s deconvolution algorithms you By leveraging GCxGC's superior chromatographic resolution you can often separate @Ry analytes fropn
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sample injection without sacrificing sensitivity
» Target Analyte Find lists are easy to setup and maintain
« LECO's industry-leading NonTarget Deconvolution® (NTD®) feature software provides clean mass spectra with

freee).
{357
unsurpassed spectral fidelity for library searching

Ng fhe nghT Results « GCxGC allows for improved chromatographic resolution, peak detection, and sensitivity

Figure 1. Overlay of the spinach extract spiked with pesticide mix at 100 ng/g. The 1D chromatogram (left) compares
the TIC (green), comprised mostly of spinach extract overlaid with the targeted pesticides’ signals (orange), multiplied
by 40. The Contour Plot (right) is displaying the TIC for the GCxGC equivalent run. The black dots indicate the location

of each target pesticide. Deliver
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