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50 °C (0.50 min), ramped 5 °C/min to 150 °C (1.01 min), ramped 2 °C/min to 200 °C, ramped values for some acids in NSU (Unknowns - Knowns) rﬁ;z:zl;cc?dm;:lai e 18?2"83’ 8'22 32; Ejﬁ 1322 122 D B G
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